


2

n
atu

re
p

o
rtfo

lio
|

rep
o

rtin
g

su
m

m
ary

M
a

rch
2021

Data
Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.
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Animals and other organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research

Laboratory animals

Wild animals

Field-collected samples

The nucleotide sequence data from this study are publicly available via the NCBI database: BioProject PRJNA754835 (all genomic and transcriptomic data sets
relating to genome Eg-G1s); GenBank accession no. JAIKUZ000000000 (Eg-G1s genome sequence); Sequence Read Archive (SRA) accession nos. SRR15522570,
SRR15522571 and SRR15522580 (PacBio long read DNA data for the protoscolex stage of E. granulosus genotype G1); SRR15522572 to SRR15522577, SRR15522581
and SRR15522582 (short-read DNA data for the protoscolex stage of E. granulosus genotype G1); SRR15522578 (RNA-seq data for the oncosphere stage of E.
granulosus genotype G1); SRR15522579 (RNA-seq data for the adult stage of E. granulosus genotype G1). GenBank accession nos. MZ889937 to MZ890124 (DNA
sequences of each of the four Eg95 genes of each of 47 E. granulosus samples (genotype G1 or G3; derived from short read data).

Sample sizes are appropriate for the study conducted.

N/A for this study; no exclusions required.

N/A for this study; no replication required.

N/A for this study; no randomization required.

N/A for this study; no blinding required.

N/A for this study. Not required.

Study did not require or use of wild animals.

N/A for this study. Not required.




